Abstract
II domain lacks catalytic activity. The persistence of ribBX gene in divergent bacterial genomes shows that it has evolved a function which leads a selective advantage to the host.
In Helicobacter pylori 26695, we characterized N-terminal domain of ribBX as DHBPS. Gel filtration and crystal structure reveals that N-terminal domain exists as monomer. We attempted structural characterization of bifunctional enzyme encoded by ribBX gene from other homologous organisms. A partial structure of low resolution (4.2Å) shows that over all fold of hribBX enzyme remains same with bifunctional DHBPS/ GCHII but lacks GCHII function. This natural C-terminal truncation leads to loss of function or different function of C-terminal domain.
